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To the problem of restoring Coregonus muksun
population in Western Siberia

Krokhaleva M.A., Yalkovskaya L.E., Bogdanov V.D., Borodin A.V. 

Institute of Plant and Animal Ecology UrB RAS, Ekaterinburg, Russia, krohaleva_ma@ipae.uran.ru

Abstract. In connection with the problem of restoring the muksun (Coregonus muksun) population in Western Si-
beria by means of artificial regeneration, the genetic differentiation of natural populations and broodstocks of fish rear-
ing stations "Forvat" and "Sobskii" was studied. In total 84 sequences of mtDNA (3006 bp) containing the highly poly-
morphic genes ND1 and ND2 were analyzed. The differences between the populations of Western and Eastern Siberia 
were revealed. This fact must be taken into account in the course of measures to restore the species population in each 
particular region. The genetic closeness of the muksun from fish rearing stations "Forvat" and "Sobskii" with muksun 
from the Ob-Taz basin gives grounds for using these broodstocks for seeding the Ob and Taz rivers.
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BriliantDye Terminator Cycle Sequencing
Mega 5.10, BioEdit, Arlequin v 3.1, DnaSP v.5.10,

MrBayes v3.2.2, MrModeltest 2.3, PAUP v. 4.0.



252

ND1 ND2
tRNA-Leu, tRNA-Ile, tRNA-Gln, tRNA-Met, tRNA-Trp, tRNA-Ala,

tRNA-Asn, tRNA-Cys, tRNA-Tyr COI
–

–

-

ND1 ND2

n nH h+SD +SD k

46 97 38 0.988+0.008 0.306+0.031 9.19 

– 19 21 13 0.942+0.014 0.127+0.012 3.81 
9 34 8 0.972+0.064 0.336+0.076 10.11 

14 49 13 0.989+0.031 0.397+0.038 11.92 

38 31 20 0.933+0.025 0.167+0.011 5.02 

–1 8 10 5 0.857+0.108 0.121+0.019 3.64 
–2 8 13 5 0.857+0.108 0.154+0.036 4.64 

22 19 12 0.861+0.065 0.149+0.016 4.49 
n – nH – h – –

k – SD –
- -2 – –

-

–

-
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.
ND1

ND2

d ND1 ND2

- - -1 -2 

- 0.274 0.312 0.257 0.231 0.490 0.132 0.184 0.182
0.044 0.413 0.380 0.377 0.573 0.283 0.344 0.319

0.049 0.061 0.344 0.419 0.469 0.320 0.378 0.360 

0.061 0.072 0.063 0.369 0.319 0.252 0.319 0.312
0.079 0.097 0.093 0.102 0.607 0.242 0.301 0.287
0.122 0.120 0.098 0.089 0.152 0.497 0.540 0.546

-1 0.032 0.048 0.054 0.059 0.082 0.122 0.188 0.180
-2 0.044 0.057 0.056 0.068 0.091 0.122 0.046 0.247

0.035 0.050 0.056 0.068 0.085 0.128 0.042 0.050
– d – SD (X100). 
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